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Human 14-3-3zeta Tyrosine 3-monooxygenase-tryptophan 5-monooxygenase activation protein zeta polypeptide, involved in apoptosis, overexpressed in pancreatic
adenocarcinoma; increased mRMA correlates with cognition disorders associated with Alzheimer disease tree #1
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independent phospholipase A2 cycle and cell proliferation; gene mutations are associated with neurodegenerative diseases tree #3

Human A-SMase Sphingomyelin phosphodiesterase 1 acid lysosomal, acts in DNA damage response signal transduction resulting in induction of apoptosis and sphingomyelin

metabolic process, upregulated in atopic dermatitis; gene mutations causes Niemann-Pick diseases tree #4
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